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Figure 1 (continued 4) 
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Figure 1 (continued 5) 
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Figure 1 (continued 9) 
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Figure 1 (continued 10) 
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Figure 1 (continued 12) 
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Figure 1 (continued 13) 
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Figure 1 (continued 14) 



DOCKET NO.: 0508-1147 
Inventor:' Dominique YVES JOEL BURNOUF et al. 

Title: PROTEIN CRYSTAL COMPRISING THE PROCE^\^5§S^TC«OF DNA POLYMERASE AND A LIGAND, AND ITS USES 



15/68 



ATOM 
ATOM 
ATOM 
ATOM • 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
' ATOM 
ATOM 
ATOM 
ATOM 
ATOM • 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM' 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 



1366 
1367 
1368 
1369 
1370 
1371 
1372 
1373 
1374 
1375 
1376 
1377 
1378 
1379 
1380 
1381 
13 82 
1383 
13 84 
1385 
1386 
1387 
1368 
1389 
1390 
1391 
1392 
1393 
1394 
1395 
1396 
13 97 
139B 
1399 
1400 
1401 
1402 
1403 
1404 
1405~ 
1406 
1407 
1408 
1409 
1410 
1411 
1412 
1413 
1414 
1415 
1416 
1417 
1418 
1419 
1420 
1421 
1422 
1423 
1424 
1425 
1426 
1427 
1428 
1429 
1430 
1431 
1432 
1433 
1434 
1435 
1436 
1437 
1438 
1439 
1440 
1441 
1442 
1443 
" 1444 
1445 
1446 
1447 
1448 
1449 
1450 
1451 
1452 
1453 
1454 
1455 
1456 
1457 
1458 
1459 
1460 
1461 
1462 
1463 
1464 
1465 



ARG 
ARG 
ARG 



NH1 ARG 
NH2 ARG 



C 

o 

N 
CA 
CB 
CG 



ARG 
ARG 
LEU 
LEU 
LEU 
LEU 



CD1 LEU 
CD 2 LEU 



C 

O 

N 

CA 

CB 

C 

O 

N 

CA 

CB 



LEU 
LEU 
ALA 
ALA 
ALA 
ALA. 
ALA 
VAL 
VAL 
VAL 



CGI VAL 
CG2 VAL 
C " VAL 



O 

N 

CA 

CB - 

SG 

C 

O 

N 

CA 

CB 

OG 

C 

O 

N 

CA 

CB 

CG 

SD 

CE 

C 

O 

N 

CD 

CA 

CB 

CG 

C 

O 

N 

CA 

CB 



CG2 ILE 
CGI ILE 
CD1 ILE 



C 
O 

N " 
CA 
C 
O 
N 
CA 
CB 
CG 
CD 



C 

0 

N 

CA 

CB 

OG 

C 

O 

N 

CA 

CB 

CG 



A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 

SER A 181 
MET A 182 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 



VAL 
CYS 
CYS 
CYS 
CYS 
CYS 
CYS 
SER 
SER 
SER 
SER 
SER 



MET 
MET 
MET 
MET 
MET 
MET 
MET 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
ILE 
ILE 
ILE 



176 
176 
176 
176 
176 
176 
176 
177 
177 
177 
177 
177 
177 
177 
177 
178 
178 
178 
178 
173 
179 
179 
179 
179 
179 
179 
179 
180 
180 
180 
180 
180 
180 
181 
181 
181 
181 
181 



ILE 
ILE 
GLY 
GLY 
GLY 
GLY 
GLN 
GLN 
GLN 
GLN 
GLN 



OE1 GLN 
NE2 GLN 



GLN 
GLN 
SER 
SER 
SER 
SER 
SER 
SER 
LEU 
LEU 
LEU 
LEU 



CD1 LEU 
CD2 LEU 
C 

o 

N 
CD 
CA 
CB 
CG 
C 

o 

N 
CA 
CB 
OG 



A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 

LEU A 1B8 
LEU A 188 
A 
A 
A 



182 
182 
182 
182 
182. 
182 
182 
183 
183 
183 
183 
183 
1B3 
183 
1B4 
184 
184 
184 
184 
184 
1B4 
1B4 
185 
165 
185 
185 
186 
186 
1B6 
186 
1B6 
186 
186 
186 
186 
187 
187 
187 
187 
187 
187 
188 
188 
188 
188 
188 
188 



189 
189 
189 
A 189 
A 189 
A 189 
PRO A 189 
SER A 190 
SER A 190 
SER A 190 
SER A 190 



PRO 
PRO 
PRO 
PRO 
PRO 
PRO 



-15 . 877 
-15 . 566 
-14 .353 
-13 .264 
-14 . 223 
-18 . 026 
-18 . 629 
-17 . 628 
-17 . 922 
-19.100 
-19 .466 
-20 .967 
-18 . 693 
-16 .685 
-15 . 896 
-16 . 524 
-15 .417 
-14 . 417 
-15 . 972 
-16 . 842 
-15 .510 
-15 . 960 
-17 . 058 
-16 .623 
-17 .401 
-14 , 771 
-13 . 897 
-14.736 
-13 . 611 
-12.567 
-11 . 064 
-14 .123 
-14 . 900 
-13 .722 
-14 .178 
-15 .229. 
-14 .687 
-12 .970 
-12 .009 
-13 . 020 
-11.929 
-11 . 075 
-10 .358 
-8 .999 
-7 .746 
-12 .489 
-13 .421 
-11.906 
-10.796 
-12 .345 
-11 . 645 
-10 . 352 
-11.899 
-10 . 802 
-12 . 748 
-12 .345 
-13 .118 
-12 .720 
-14 .624 
-15 .454 
-12 .427 
-12 .332 
-12 .597 
-12 .600 
-13 .698 
-13 .512 
-14 . 844 
--16 .006 
-16 .150 
-14 .938 
-14 . 790 
-15 .532 
-13 .834 
-17 .217 
-17 .297 
-18 .156 
-19 .36B 
-19 .987 
-21 .163 
-20.294 
-20.650 
-20.681 
-21 .504 
-20 .785 
-19.296 
-18 .653 
-19.13B 
-22 . 883 
-23 .105 
-23 .843 
-23 .775 
-25 .204 
-26 .014 
-25 .007 
-25 .111 
-24 .212 
-26 .019 
-26 .009 
-26 .878 
-26 .413 



1.156 
1.544 
1 . 799 
1.720 
2.102 
0 . 146 
-0.217 
-0 . 684 
. -2 . 105 
-2 .440 
-3 . 935 
-4 . 089 
-4 .547 
-2 .882 
-2 .415 
-4 .055 
-4 . 939 
-5 . 005 
-6 .330 
-6 .774 
-7 . 003 
-8 .374 
-8 .434 
-7 .680 
-9 .905 
-9.221 
-8 .750 
-10 .463 
-11.330 
-11.260 
-12 .239 
-12 .752 
-13 .187 
-13 .467 
-14 . 859 
-15 . 019 
-14 .808 
-15.726 
-15 .274 
-16 . 953 
-17 .925 
-17 .953 
-16 .670 
-16 .391 
-17 .563 
-19 .310 
-19.734 
-20 . 056 
-19.620 
-21 .411 
-21 .677 
-20 .944 
-22 .371 
-22 .220 
-23 .327 
-24 .269 
-24 .019 
-22 .669 
-24 . 034 
-23 .874 
-25 .733 
-26 .637 
-25 .964 
-27 .329 
-28 .288 
-29 .516 
-27 .738 
-26 .518 
-28 .518 
-29 .039 
-28 .436 
-26 .775 
-27.525 
-27 .837 
-26 .613 
-28.632 
-28.105 
-29.173 
-28.684 
-27.770 
-28 .652 
-26 .502 
-26.055 
-24 .911 
-25 .012 
-23 .602 
-25 . 849 
-25 .548 
-25 .040 
-25.694 
-26 .479 
-25 .207 
-25 .858 
-25 .986 
-23 .687 
-23 .195 
-22 .948 
-21.492 
-20 .866 
-21.232 



-18 . 816 
-17 .439 
-16 .937 
-17.703 
-15 . 644 
-21 .304 
-20 .280 
-22 .262 
-22 .203 
-23 .151 
-23 .318 
-23 .579 
-24 .453 
-22 .630 
-23.455 
-22 . 029 
-22 .349 
-21.178 
-22 .617 
-21.876 
-23 .678 
-23 .931 
-25.021 
-26 .291 
-25 . 341 
-24 .330 
-25 . 047 
-23 . 853 
-24 .205 
-23 .107 
-23 .457 
-24 .329 
-23 .487 
-25 .379 
-25 .516 
-26 . 640 
-27 . 912 
-25 .794 
-2*6 .428 
-25 .305 
-25 .453 
-24 .177 
-23 .853 
-24 .945 
-24 .206 
-25.681 
-25 .022 
-26.629 
-27 .496 
-26.955 
-28 .300 
-28 .145 
-25 . 856 
-25 .296 
-25 . 517 
-24 .494 
-23 .185 
-22 .621 
-23 .439 
-22 .154 
-24 .928 
-24 .103 
-26.225 
-26 .740 
-26 .348 . 
-26 .410 
-25 .968 
-25 .573 
-24 .048 
-23 .330 
-21 .949 
-21 .025 
-21.808 
-26 .192 
-26 .227 
-26 .687 
-27 .290 
-28 .202 
-28 .826 
-26 .120 
-25 .339 
-26 .000 
-24 .875 
-24 .136 
-23 .823 
-23 .655 
-22 .567 
-25 .235 
-26 .341 
-24 .308 
-23 .057 
-24 .547 
-23 .420 
-22 .303 
-24 .375 
-23 .668 
-25 .005 
-24 .887 
-25 .960 
-27 .230 



1.00 15.21 
1.00 14.17 
1.00 16.17 



00 14 . 70 

00 16.59 

00 12.49 

00 13.08 



11. 81 
10.41 



1.00 11. 88 
1.00 10.26 
1.00 13.42 
1.00 12.11 
1.00 11.58 
1.00 12.23 
1.00 10.67 
1.00 11.62 
1.00 11.64 
1.00 12.71 
1.00 12.95 
.1.00 12.86 
1.00 11.78 
1.00 13.43 
1.00 13.32 
1.00 13.70 
1.00 12.02 
1.00 13.44 
1.00 11.67 
1 . 00 12.63 
1.00 12.65 
1.00 16.29 
1 .00 14 .48 



14 .59 
14 .95 



1.00 17.59 
1 . 00 20 .93 



00 26. 78 

00 17.42 

00 18.86 

00 16.52 

,00 17.26 

00 20.28 

00 22.98 



1.00 26.97 
1.00 26.51 



00 IB. 28 

.00 17.56 

.00 19.27 

,00 19.63 

.00 20.53 

.00 21.37 

00 21.39 



1.00 21.32 
1.00 22.60 
1.00 21.08 
1 . 
1 . 
1 . 

1.00 24.45 
1.00 28.40 



.00 
.00 
.00 



23.29 
22.91 
23.87 



00 23.80 

00 24.50 

00 26.05 

00 25.71 

00 27.58 

00 27. 6B 

00 26.74 

l.OO 27.53 

1.00 28.12 

1.00 28.26 

1.00 29.33 

1.00 28.19 

1.00 29.64 

1.00 27.94 

1.00 27.59 

1.00 29.04 

1.00 28.26 



00 30.69 
00 35.18 
,00 27.81 
,00 28.41 
,00 25.54 
00 23.98 
00 23.58 
1.00 23.00 
1.00 22.33 
1.00 23.44 
1.00 24.43 
1.00 23.24 
1.00 24.44 
1.00 26.09 
1.00. 24.88 
1.00 26.37 
1 .00 25 .65 
1.00 25.47 
1.00 24.66 
1.00 25.63 
1.00 25.88 
1.00 26.21 
1.00 31.10 



A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 

A . 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
A 
• A 
A 
A 
A 
A 
A 
A 
, l A 
A 
A 
A 
- A 
A 
A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 

A 



Figure 1 (continued 15) 
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Figure 1 (continued 16) 
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Figure 1 (continued 17) 
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Figure 1 (continued 20) 
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17.109 -26.887 1.00 11.44 A 
17.226 -26.550 1.00 13.57 A 
16.006 -27.427 1.00 10.72 A 
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Figure 1 (continued 29) 
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Figure 1 (continued 30) 
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Figure 1 (continued 36) 
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Figure 1 (continued 41) 
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Figure 1 (continued 45) 
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Figure 1 (continued 49) 
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Figure 1 (continued 50) 
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Figure 1 (continued 54) 
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Figure 1 (continued 60) 
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Figure-1. (continued. 62) 
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Figure 1 (continued 63) 
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Figure 3C 



Figure 3D 
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Figure 5B 
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Figure 6 
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